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L F AT R pH ES 20 &ipehpH 5 70 33K T 74 & f?

(A% P snHER E o pen5 2 (B)ip® a[HEAR £ i % 10° 2
(C)w i ® [H LR A5 Ren5 (D) % ® A[H kAR A% 1107 3

2. g Fa(CH;COOH) s pKa (& 3 4.76 » 3K 2 § »xehpH % i B 5 2
(A) 3.76~5.76  (B)2.76~4.76  (C)4.76~6.76 (D) 2.76~6.76

3. % ™ % "2t (aspartate) 7 =  pKa 4 %] 5 2.0,3.9 2 100> FAF HEFpl &5 5 4?
(A)2.0 (B)3.0 (0©)53 (D)7.0

4. 7 7 i fE vk pL end 4d(side cha't?) ((; %@m 2) i 1?
(A)¥ [ "=fk(phenylalanine) B)fs % pa(tyrosine )¢ 3f& (tryptophan)

(D) 227 (histidine) Created by Unregistered Version

5. ® A|R— g+ end £ = (biosynthesis) 814 1= 4w ' ik (arachidonic acid) & 7 ZRdr ATE A k?
(A)*% 7 (bile salts) (B)#+pE (glycogen) (C)ir4 2% Ds (vitamin Ds)
(D) 7] ’Jﬁ‘c% (prostaglandins)
6. T F| P fA ek feenpn R AR ?
(A) &Pz (lysine) (B) %% "%f4 (glutamate) (C)x F® * fgi=pk(asparagine)
(D)? £ri%pk (methionine)
7. {4 w % fé(arachidonic acid)sh g 7 * 78— B Lk & 57 2
(A) 18:1%  (B)16:1Y  (C)14:0 (D) 20:4>5H1
8. T 5|in¥ L} > 28 % DNA & RNA ¢hii 4 ?
(A) S1 nuclease (B) DNA ligase (C) EcoRI (D) DNA polymerase |
9. T A|ie fEre A A A AL g (disulfide bond)fE k-0 B E?
(A)? Fr%fk (methionine) (B)L %k 3i2f% (cysteine) (C)## "%p4 (arginine)
(D) i %4 (histidine)
10. 2 448 ¢ » 2 F* % vzl (aspartic acid)end & & > 2 545 @ cNH, A B > 2d 78— B A 3 “7dg 7
(A) %% "=k (glutamate) (B) fi* p& (pyruvate) (C)e it f= A (acetyl coenzyme A)
(D) o-fF ~ = ﬁfri(a-ketoglutarate)UNRE GISTERED
11. f54 7k & 18 % @8 > § 3 % & CRedted b Ul Btefed Vetsioh™ f&4~ 2
(A)NADPH  (B)ATP (C)0, (D)} % &
12, fie2 2 5 7 Ny % = NH3 el A2 0 fL 5
(A)# it iE* (nitrification) (B)# % ¥ * (nitrogen fixation) (C)% i+ i * (oxidation)
(D)#& "= i® * (transamination)
13. g4+ [ < #5 % (Calvin cycle)® i& {7 F]# iT * (carbon fixation)sf% % & T 7| i@ mH?
(A) malate synthase (B) rubisco (C) malate dehydrogenase (D) ATP synthase
14, fpesd i fadede @ > vl peena 28 B 14 (7% (catabolism) » *7§#3c ch NH,', #5385 > ¢
SV BRSBTS o PR R A Y
(A)#& ¥ & ¥ F& (citric acid cycle) (B)¥ it #ip& i* (oxidative phosphorylation)
(C)’k # 7%k (urea cycle) (D) B-% it i * (B-oxidation)
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© P& i 7 (glyoxylate cycle) * R iR dpFalisqsiteata)ilion © FEfx (glyoxylate)£r ™ 71 e 2
(A) a-fk ~ = f&(o-ketoglutarate) (B)zt #* % f&(fumarate) (C)¥% 74 fie sy f* A(succinyl-CoA)

(D)#. 74 & (succinate)

T 7 e AR T B PEAS L B I2 (pentose phosphate pathway) 2 2 NADPH =k i % ?

(A) glucose-6-phosphate dehydrogenase  (B) lactonase

(C) phosphopentose isomerase (D) 6-phosphogluconate dehydrogenase

T F|vR— B R @en? B & 4+ (intermediates) 3 B_& = v AL R4 ?

(A)¥ fige Bk (oxaloacetate) (B)p» Bk f& (pyruvate) (C) a-fr ~ = p&(a-ketoglutarate)
(D) #* % Bk (fumarate)

£ {v 7?5 ¥7 ik (saturated fatty acids)gﬂgllslﬁ;g’l%r%]%%%]? 4 1 FH S - B ETR A R
(loop) » #7335 A f2 % ¢ fipl ﬁ%r%thLhygﬁg’ﬁftgrgd Version

(A)#& ¥ & ¥ F& (citric acid cycle) (B)¥ it #ip& i* (oxidative phosphorylation)

(C)’k % 7%k (urea cycle) (D) B-% it i * (B-oxidation)

SERRE SRR > R w R RRES AR RS, Ed PASF RE T - EE?
(A)™M B & #5 39 (low density lipoproteins; LDL) (B)® % & *3 3¢ (high density lipoproteins;
HDL) (C)5* it fik(chylomicron) (D)¥ #-+¢ (albumin)

T AR ALpE T ATA (7% (gluconeogenesis) v Bhdr FT?

(A)f fir fz(pyruvate) (B)H 4 (glycerol) (C)#* f& (lactic acid) (Dyre + % &

TR e BRERRR Rl 2| MY

(A)p = fes pr A(malonyl-CoA) (B)z e p* A (acetyl-CoA)

(C)i% *& A & #ip4 (farnesyl pyrophosphate) (D) % *f (squalene)

18 ¥7 & # %k (citric acid cycle) & # 9 FADH, £.55d 70— B2 i& » R T F @042

(A) NADH-coenzyme Q reductase (B) succinate-coenzyme Q reductase

(C) cytochrome ¢ reductase (D) cytochrome ¢ oxidase

UEERR D&Y > - fAis 74 (statin)# 4+ 5 4e lovastatin, simvastatin, atorvastatin ¥ g &
FF e AR E S EFERG 0 £ F L ov PR AR F e ]2

(A) acetyl-CoA carboxylase (MM?S&EEBEDC) B-ketothiolase

(D) HMG-CoA synthase Created by Unregistered Version
vR— i 4 fiF(coenzyme)Z_ 4 % Bg (vitamin Be) it 47?2
(A)# p* A(coenzyme A) (B)2 # % (biotin)

(C) & gk #7754 (thiamine pyrophosphate) (D) fis v+ *% fig (pyridoxal phosphate)
- Bl i B 5| 5 Leu-Lys-Gly-Phe-Met-Cys-Val-Arg-His-Trp-Ile-Ser-Ile » & d chymotyrpsin fw
i AP € G A iErErk(peptide) B £2?

(A)2 (B)3 (C)4 D)5

T AR- B A+ LAk #E(ketose)?

(A) % #&(fructose) (B)Z 5 #%(galactose) (O)F: #&(ribose) (D) » #E(xylose)

T A eR— A 3 5 T EBE(pentose)?

(A)F % #(glucose) (B) 1% #%(ribose) (C)Z 5* #&(galactose) (D) % #&(fructose)
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(A) & 7 #&(maltose) (B)# % #&(glucose) (C) & #&(sucrose) (D) % #&(fructose)

& 7 5 #& 7 @l (lactose intolerance) s 4 » £ F] 5 4 2 :

(A)#ix #- f# (amylase) (B)& 2% -k f% = (cellulase) (C) o-F % #& 1 p# (a-glucosidase)

(D) B-& 3 #% 4 p# (B-galactosidase)

V- a3 ehigdE? 73 N-2 fed § #E9%(N-acetylglucosamine)?

(A) E 48k %> (amylose) (B)A & (chitin) (C)4 &% (cellulose) (D)% % (pectin)

"% 4 i #5% & € (International Union of Biochemistry) = = f¥ % % B ¢ (Enzyme Commission) -

i B S ATl SV S . | ‘asTg":i’f:‘-
(A)id 4% (ligase) am%m¥%é5g1<i§%%mwmw

(D)F i i J pF (oxidoreductase) Created by Unregistered Version

B T F% % cnd s A 4] & (competitive inhibitor) ey i ¥R~ B F 4 e7?
AgpsEm % > - a3 =3 $7(allosteric control) i34 4

(B)# B 58 JA T (substrate) & fi¥ % ¢33 &

(C) § "% PR 1 Vinax

(D)§ € PR S Kn R % > 7 Vi 7 %

W2 Xi&i7# 4 & L 7(kinetic analysis) > ™ I nM enfE 2 ERETF B > 8 Viax = 100
nM/min > K;=5 uM > 33 %% X £ key (the turnover number) = ?

(A)100 min!  (B)20min'  (C)300sec’ (D) 500 sec™

%% Y 0 Vi =200 mM/min, K, =0.5M > i fE % Y 70 ek ik R E %V * 977 & 9
5 B (substrate) )k & 42

(A) 100 mM (B)0.5sM (C)0.25M (D) 50 mM

T A PR— g AL Y -3 Py VALY

(A) 18:0 (B) 16:22%11 (C) 22:6547-10.13.16.19 (D) 20:4858:11:14

w2 B>t 1% 3 e (nucleotides) s 1.2

(A) uridine-5-monophosphate (B) 5’-thymidylate (C) guanosine

(D) deoxycytidine-5 ’-monophospuyRE GISTERED

Tz "‘Ff > pyrimidine % ’}#? Created by Unregistered Version

(A) uracil ¥ cytosine (B) adenine £ thymine (C) cytosine ¥ guanine

(D) thymine ¥ guanine

Bl ﬁ » 2 TLDNA Bt 272

(A) & 4&(hydrogen bond) (B)d& #L 38 fp e1i® * 4 (base-stacking interaction)
(C)#r+ 52 & (ionic strength) (D)re ¥+ % &

i# *4R7 3w 7k § g (sickle cell anemia)shi & & F] 4 02

(A)veih it % % (B)»c2 &M dr 4 (C)iz st Tk 5 f2 (D)r2 + ¢ &
'T);IJTF""FTZ ZEE*PCRF B ?

(A) DNA ligase (B) oligonucleotide primers (C) DNA polymerase

(D) deoxynucleoside triphosphates (ANTPs)
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"R R R SR R G 900 bRAEE bR R Blsie Bl A dkign EY A S R8T AR F#iT?

(A) 15 kDa (B) 33 kDa (C) 56 kDa (D) 75 kDa

TR TSR g TSR] s g

(A) Gel filtration chromatography (B) Reverse phase chromatography

(C) Ion-exchange chromatography (D) Affinity chromatography

GHRFARET - AT EBEAHEY T AL 500 HATP?

(A)1 (B) 2 ©)3 D)4 i -

T RN AT F R iERT i’;:gff 49

(A)pEf% (7 # (glycolysis) (B)ﬁ’ﬁ @

(C)# + @44 (electron transport chain) )% it £}¢er I“ (0x1dat1ve phosphorylation)

= 7 ’,ﬁ Lmie P A BBFED _*(%g%e%b%%r%g?stered Version

(A) ATP (B) NADH (C) CO, (D) ADP

T 7|vR— = B A &_citric acid cycle ¢ B A 477

(A)e fietf i A (acetyl-CoA) (B) L-#f % p&(L-malate) (C)¥ fige & (oxaloacetate)
(D)3 74 fiesw p* A (succinyl-CoA)

= 39 = % E(secondary structure)shi £ 4 £ 5 0 ?

(A)# €E i*#* 4 (electrostatistic interaction) (B)#r -k 1% * 4 (hydrophobic interaction)
(C)™~# 1 i¥* 4 (Van der wall force) (D) & 4£(hydrogen bond)

TR %ﬁ”’ FERET KPR e+ E?

(A) SDS-PAGE electrophoresis (B) Mass spectrometry (C) Gel filtration

(D) Southern blotting

F1# & sk % & 3+ (spectrophotometer) 14 ¥ b P € _F-0 B o BT AR B R G B dojTk?
(A) 200 nm (B) 260 nm (C) 280 nm (D) 330 nm
5 % 7§+ (anticodon) £_i>** T 7| i# & RNA 1+ ?

(A) tRNA (B) mRNA (C) rRNA (D) siRNA
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